Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.046; wR factor = 0.133; data-to-parameter ratio = 16.7.
Monoclinic, P2 1 =c a = 11.5488 (9) Å b = 13.4244 (10) Å c = 9.6207 (7) Å = 107.873 (4) V = 1419.57 (18) Å 3 Z = 4 Mo K radiation = 0.27 mm À1 T = 298 K 0.23 Â 0.23 Â 0.20 mm
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2001) T min = 0.940, T max = 0.948 8562 measured reflections 3084 independent reflections 2304 reflections with I > 2(I) R int = 0.022 Refinement R[F 2 > 2(F 2 )] = 0.046 wR(F 2 ) = 0.133 S = 1.02 3084 reflections 185 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.19 e Å À3 Á min = À0.51 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. 
Comment
In recent years, the crystal structures of hydrazone compounds have attracted much attention (He & Liu, 2005; Zhen & Han, 2005; Fun et al., 2008; Qu & Cao, 2009) . In this paper, the new title compound (Fig. 1) is reported.
The molecule of the title compound adopts an E geometry about the C7═N1 bond. The dihedral angle between the C1-C6 and C9-C14 benzene rings is 62.7 (2)°.
In the crystal structure, molecules are linked through intermolecular N-H···O hydrogen bonds (Table 1) to form chains running along the c axis ( Fig. 2) .
Experimental
Equimolar quantities of 2-chlorobenzaldehyde and 4-methoxybenzohydrazide were refluxed in methanol. Colorless blockshaped crystals were formed by slow evaporation of the solution in air.
Refinement
H2 was located in a difference Fourier map and refined isotropically, with the N-H distance restrained to 0.90 (1) Å. The other H atoms were placed in idealized positions and constrained to ride on their parent atoms, with C-H distances of 0.93 and 0.96 Å, and with U iso (H) = kU eq (C), where k = 1.2 for Csp 2 and 1.5 for methyl C. Fig. 1 . The molecular structure of the title compound with ellipsoids drawn at the 30% probability level. Hydrogen atoms are shown as spheres of arbitrary radius. 
Figures

Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculat-supplementary materials sup-3 ing R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.23118 (7) 1.10791 (5) (7) 0.0371 (7) 0.0016 (6) 0.0163 (6) −0.0040 (6) N2 0.0580 (9) 0.0354 (7) 0.0325 (7) 0.0047 (6) 0.0210 (6) 0.0006 (6) O1 0.0710 (8) 0.0470 (7) 0.0313 (6) −0.0005 (6) 0.0239 (6) 0.0015 (5) O2 0.0811 (10) 0.0446 (7) 0.0629 (9) 0.0194 (7) 0.0224 (7) 0.0000 (6) supplementary materials sup-4 C1 0.0416 (9) 0.0428 (9) 0.0427 (9) 0.0038 (7) 0.0026 (7) −0.0065 (7) (7) 0.0130 (7) −0.0021 (7) C8 0.0445 (9) 0.0373 (8) 0.0315 (8) −0.0034 (7) 0.0149 (7) 0.0010 (6) C9 0.0462 (9) 0.0358 (8) 0.0305 (8) −0.0005 (7) 0.0144 (7) 0.0039 (6) C10 0.0495 (10) 0.0426 (9) 0.0335 (8) 0.0077 (8) 0.0070 (7) 0.0011 (7) 
